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Digestion of Hemoglobin Enzyme to Substrate Ratio 
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Denatured vs. Native Hemoglobin 


















 DAD1 A, Sig=200,16 Ref=off (AMNEEK\GLU00001.D)



























































































Free vs. Immobilized Enzyme 
Figure	7	Denatured	Hb	(0.325	mM)	digested	
with	Free	CT	(0.0325	mM)	























 DAD1 A, Sig=200,16 Ref=off (AMNEEK\FOR30009.D)
Figure	5	Denatured	Hb	(1.3	mg)	
digested	with	GA/CT	(1.3	mg)	
Figure	6	Denatured	Hb	(0.1733	mM)	
digested	with	GA/CT	(0.001733	mM)	
•  1:1:	Better	
digestion—smaller	
peaks	and	no	
noise	
•  100:1:	no	defined	
peak	+	noise	
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Hb.	
“The	Crystal	Structure	of	Human	Deoxyhaemoglobin	at	1.74	A	Resolution.”		
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Figure	1		Denatured	Hemoglobin	proteolysis	
Denatured	hemoglobin	(0.65	mM)	digested	with	Free	CT	(0.0065	mM)	at	37°C	for	4	hours	
37°C	for	4	hours	
